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Xle Asp Phe Lys Glu Asp Gly Asn He Leu Gly His Lys Leu Glu Tyr 
130 135 

Asn Tyr Asn Ser His Asn Val Tyr He Met Ala Asp Lys Gin Lys Asn 

145 150 

Gly xle Lys val Asn Phe Lys He Arg His Asn He Glu Asp Gly Ser 

165 ±/u 



10 



val Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro lie Gly. Asp Gly 
180 185 

Pro val Leu Leu Pro Asp Asn His Tyr Leu Ser Tyr Gin Ser Ala Leu 
195 200 205 

Ser Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Phe 



210 



215 



Val Thr Ala Ala Gly He Thr Leu Gly Met Asp Glu Leu Tyr Lys 



225 



230 



235 



<210> 9 

<211> 720 

<212> DNA 

<213> Aequorea victoria 
<220> 

<221> CDS 

<222> (1)..(720) 



sas a % a a a a a a a a a s a 48 



i 



5 10 



S S 2 5 K 5 S a 5 = 5 £ S « = - 

20 25 

is is a ss a sr. s s a - a a a a a :s 



- S S K S! 2 « !2 a S - S a S3 S £ 

55 

a a £ a a a a - a s £ a a st: a s 



65 



a His is s a "i a a a a a a s a a a 

85 90 

=^ hfr ttc aaa qac gac ggc aac tac aag acc cgc gcc gag 
S S iS £ £ iyl £p Lp Sly A- Ty, ,y. Tfcr «j .1, 81. 

100 105 

a a a a a a a a a a a a a a a a 

115 120 

„ r at c ctq qqq cac aag ctg gag tac 
ate gac ttc aag gag gac ggc aac acc ctg yyy 



96 



144 



192 



240 



288 



336 



384 



432 



11 



lie Asp Phe Lys Glu Asp Gly Asn He Leu Gly His Lys Leu Glu Tyr 



130 



135 



2 ss 2 s e 2 s £ s s s 5 5 a a = 

145 150 155 

aac ttc aaq ate cgc cac aac ate gag gac ggc age 
III III "1 £! 2 2 2 IXe Ar g Hi, He 01. M> 0£ Mr 

165 170 

s a 2 s 5 s 2 s = = = 2 s s c s 

180 185 

2 2 2 2 2 5 = = SS 2 2 - 2 2 K 2 

2 00 

2 2 2 2 2 2 2 S S 2 2 2 2 2 K 2 

210 215 
nh , acc acc pcc ggg ate act etc ggc atg gac gag ctg tac aag taa 
?2 Thr III III HI He Thr Leu Gly Met Asp Glu Leu Tyr Lys 



225 



<210> 10 
<211> 239 
<212> PRT 



<213> Aequorea victoria 
<400> 10 



Met Val Ser Lys Gly Glu Glu Leu Phe Thr ^y v*x v-x — ~ 



Phe Thr Gly Val Val Pro He Leu 
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Val Lys Phe Glu Gly Asp Thr Leu val Asn Arg He Glu Leu Lys Gly 
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He Asp Phe Lys Glu Asp Gly Asn He Leu Gly His Lys Leu Glu Tyr 
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A sn Tyr Asn Ser His Asn Val Tyr He Met Ala Asp Lys Gin Lys Asn 
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Gly He Lys Val Asn Phe Lys He Arg His Asn He Glu Asp Gly Ser 
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«n ttt aaa aac qgt ggc gtc gtt act gta acc cag gat tec agt ttg 
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egaagaaaaa ccatgategt tttttttagg ttggeageet gaaategtag gaaataeate 
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Met Arg Ser Ser Lys Asn Val He Lys Glu Phe Met Arg Phe Lys Val 
1 5 10 



296 

344 

392 

440 

488 

536 

584 

632 

680 

728 

781 
841 
859 



14 

Arg Met Glu Gly Thr Val Asn Gly His Glu Phe Glu lie Glu Gly Glu 
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Gly Glu Gly Arg Pro Tyr Glu Gly His Asn Thr Val Lys Leu Lys Val 
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Thr Lys Gly Gly Pro Leu Pro Phe Ala Trp Asp lie Leu Ser Pro Gin 
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Val Lys His Pro Ala Asp He Pro 
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Asp Tyr Lys Lys Leu Ser Phe Pro Glu Gly Phe Lys Trp Glu Arg Val 
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Met Asn Phe Glu Asp Gly Gly Val val Thr Val Thr Gin Asp Ser Ser 

100 105 

S Leu Gin Asp Gly Cys Phe lie Tyr Lys Val Lys Phe lie Gly Val Asn 
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5 Phe Pro Ser Asp Gly Pro Val Met Gin Lys Lys Thr Met Gly Trp Glu 
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*=* ^ i T „, r-u.- Pro Ar q Asp Gly Val Leu Lys Gly Glu 

W Ala Ser Thr Glu Arg Leu Tyr fro Arg r 

m 145 150 
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% ' lie His Lys Ala Leu Lys Leu Lys Asp Gly Gly His Tyr Leu Val Glu 
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Phe Lys Ser He Tyr Met Ala Lys Lys Pro Val Gin Leu Pro Gly Tyr 

180 185 

Tyr T yr Val Asp Ser Lys Leu Asp He Thr Ser His Asn Glu Asp Tyr 

195 200 

Tnr He Val Glu Gin Tyr Glu Arg Thr Glu Gly Arg His His Leu Phe 
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<211> 18 

<212> PRT 

<213> Artificial sequence 



15 



<220> 

<223> Synthetic peptide 
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Oly Ser Thr Ser Gly Ser Gly Lys Pro Gly Ser Gly Glu Gly Ser Thr 
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Lys Gly 



<210> 14 

<211> 8 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
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<221> VARIANT 
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<223> Phosphorylated peptide 
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flj Asp Tyr He He Pro Leu Pro Asp 
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Synthetic peptide 
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Synthetic peptide 
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Ala Arg Ser His Ser Tyr Pro Ala 
1 5 

<210> 17 
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<223> Synthetic peptide 
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<221> VARIANT 
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<223> Xaa is any Amino Acid 
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Cys Cys Xaa Xaa Cys Cys 
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<223> Synthetic peptide 



<400> 20 



17 



Leu Arg Arg Ala Ser Leu Pro 



1 


O 


<210> 
<211> 
<212> 
<213> 


21 
8 

PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


21 


Gly Gly Thr Gly Gly Ser Glu Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


22 
9 

PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


22 


Gly Ser His Ser Gly Ser Gly Lys Pro 
1 5 


<210> 
<211> 
<212> 
<213> 


23 
13 
PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


23 


Glu Glu Glu Ala Glu Tyr Met Asn Met 
1 5 


<210> 
<211> 
<212> 
<213> 


24 
15 
PRT 

Artificial sequence 


<220> 
<223> 


Synthetic peptide 


<400> 


24 


Gly Ser Thr Ser Gly Ser Gly Lys Pro 
1 5 



10 



10 15 



<210> 25 

<211> 6 

<212> PRT 

<213> Artificial sequence 



18 



<220> 

<223> Synthetic peptide 

<400> 25 

Glu He Tyr Gly Glu Phe 
1 5 

<210> 26 

<211> 34 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Forward primer for PCR 

<400> 26 34 
gggcatgcat atggagaaga ctgagctgat ccag 

<210> 27 

<211> 92 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Reverse primer for PCR 



92 



^gcggagc'tc gctgccgccg gtgccgccca ggctggcgcg acggaggctg ccgccggtgc 

cgcctgcaga gtctgatgtc caaagtgtta gg 

<210> 28 
<211> 33 
<212> ( DNA 

<213> Artificial sequence 
<220> 

<223> Primer for PCR 

<400> 28 33 
cgtcgcgcca gcctgccagg caccggcggc age 

<210> 29 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for PCR 

<400> 29 33 
gctgccgccg gtggctggca ggctggcgcg acg 



<210> 30 
<211> 32 
<212> DNA 



<213> Artificial sequence 



<220> 

<223> Primer for PCR 

<400> 30 32 
gcctccgtcg cgccgcactg ccaggcaccg gc 



<210> 31 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for PCR 

<400> 31 32 
gccggtgcct ggcagtgcgg cgcgacggag gc 



o 

03 



53 S 

i W 



<210> 32 

<211> 7 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



ifl <400> 32 

s Leu Arg Arg Ala Ser Leu Gly 



1 


5 


<210> 


33 


<211> 


9 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 


Synthetic peptide 


<223> 


<400> 


33 


Ala Gin Arg Ser Thr Ser Thr 


1 


5 


<210> 


34 


<211> 


6 


<212> 


PRT 


<213> 


Artificial sequence 



<220> 

<223> Synthetic peptide 
<220> 

<221> VARIANT 

<222> (1) • • (6) 

<223> Xaa is any Animo Acid 



Arg Ser Xaa Ser Xaa Pro 
1 5 



<210> 35 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 



<220> 
<221> 
<222> 
<223> 



VARIANT 
(3) . . (3) 
Xaa is any 



Amino Acid 



<400> 35 

Arg Arg Xaa Ser 
1 

<210> 36 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> VARIANT 

<222> (2) . . (3) 

<223> Xaa is any Amino Acid 



<220> 

<221> VARIANT 

<222> (4) . . (4) 

<223> Xaa is Serine or Threonine 



<400> 36 

Arg Xaa Xaa Xaa 
1 

<210> 37 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> VARIANT 

<222> (1) . . (1) , . 

<223> Xaa is Lysine or Arginme 



<220> 

<221> VARIANT 

<222> (2) . . (3) 

<223> Xaa is any Amino Acid 



<220> 

<221> VARIANT 

<222> (4) . . (4) 

<223> Xaa is Serine or Threonine 



<400> 37 

Xaa Xaa Xaa Xaa 
1 



<210> 


38 


<211> 


39 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Forward primer for PCR 


<400> 


38 



gccgcccgca tgcattggtt ccacgggaag ctgagccgg 



<210> 39 
<211> 99 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Reverse primer for PCR 

^accatgagc tctgattgcg gagccatgtt catgtactca gcttcctctt caggcttccc 60 
agatccagag tgagacccca cgggttgctc taggcacag 99 



<210> 40 

<211> 35 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Forward primer for PCR 

<400> 40 35 
gccgctcgca tgcattggta ttttgggaag atcac 



<210> 41 

<211> 93 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Reverse primer for PCR 

caccatgagc tcaaattcac cgtagatctc agaaccctca ccagaacccg gcttcccaga 
tccagatgta gacccacaga cgttagtcag gcg 



<210> 42 

<211> 7 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide 
<220> 

<221> VARIANT 
<222> (2) . . (2) 

<223> Xaa is Arginine or Lysine 



<220> 

<221> VARIANT 

<223> iaa* ^Phenylalanine, Arginine, Serine or Asparagine 



<220> 

<221> VARIANT 

<222> (4) . . (4) 

<223> Xaa is Arginine, Histidine, Lysi 



<220> 

<221> VARIANT 

<222> (5) . . (5) 

<223> Phosphorylated peptide 



<220> 

<221> VARIANT 

<223> Xaa* ^Tryptophan, Tyrosine, Phenylalanine, Leucine 



<400> 42 



Arg Xaa Xaa Xaa Ser Xaa Pro 
1 5 



